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ETV4 ETVS ETV6 EWSRI PALB2 PALLD PARN PARPI
EXOI EXTI EXT2 EZH] PARP2 PARP3 PARP4 PASK
EZH2 FANCA FANCB FANCC PAXS PBK PBRMI PCBPI
FANCD2 FANCE FANCF FANCG PDCDI PDCDILG2 | PDE4DIP PDGFRA
FANCI FANCL FANCM FAS PDGFRB PDGFRL PDK]1 PDPKI
FATI FAT3 FBXW7 FGFI0 PDYN PGR PHF6 PHOX2B
FGFI2 FGF14 FGF19 FGF23 PIK3C2B PIK3C2G PIK3C3 PIK3CA
FGF3 FGF4 FGF6 FGF7 PIK3CB PIK3CD PIK3CG PIK3R1
FGFRI FGFR2 FGFR3 FGFR4 PIK3R2 PIK3R3 PIMI PINKI
FH FHIT FLCN FLNA PLCB4 PLCGI PLCG2 PLK2
FLTI FLT3 FLT4 FMN2 PMAIPI PMSI PMS2 PNRCI
FOXAI FOXL2 FOXOI FOXPI POLDI POLE POLH POLO
FPRI FRS2 FUBPI FYN POTI PPARG PPMID PPPICB
GABI GABRAG GALNTI2 GALNTI4 PPP2RIA PPP3CA PPP4R2 PPP6C
GATAI GATA2 GATA3 GATA4 PRDMI PRDMI4 PREX2 PRFI
CATAS CENT GID4 R PRKACA PRKARIA PRKCI PRKDI
(Cl701f39) PRKDC PREN PRSSI PRSSS
GLII GLI2 GNAII GNAI3 (PARK2)
GNAL2 GNAQ GNAS GOLGAS PSIPI PTCHI PICH2 PTEN
GPC3 GPC4 GPS2 GREMI PTGFRN PTHIR PTK2 PTP4A]
GRIN2A4 GRM3 GSK3B GTF2I PTPNII PIPNI2 PTPRB PTPRD
HI-2 H2AX H2BCS H3-34 PTPRJ PTPRS PTPRT PTPRU
(HISTIHIC) | (H24FX) (HISTIH2BD) | (H3F34) OKI RAB35 RACI RAC2
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H3CI4 H3C2 H3C3 H3C4 RASAL RBI RBLI RBL2
(HIST2H3C) | (HISTIH3B) | (HISTIH3C) | (HISTIH3D) RBMI0 RBMIS RECOL RECOL4
H3C6 H3C7 H3CS X REL REST RET RFWD3
(HISTIH3E) | (HISTIH3F) | (HISTIH3G) RGS7 RHBDF2 RHEB RHOA
HERC2 HGF HIFIA HNFI4 RICTOR RINTI RITI RNFI39
HOXBI3 HRAS HSD3BI HSP90AAL RNF43 RNF6 ROBOI ROSI
ICOSLG D3 IDHI IDH2 RPAI RPL22 RPS20 RPS6KA4
IFNGRI IGFI IGFIR IGF2 RPS6KB2 RPTOR RRAGC RRAS
IGF2R IKBKE IKZF1 1L10 RRAS2 RRM1 RTELI RUNXI
IL6ST IL7R ING1 INHA RUNXITI RXRA RYBP SBDS
INHBA INPP4A INPP4B INPPLI SDHA SDHAF2 SDHB SDHC
INSR IRFI IRF2 IRF4 SDHD SEC23B SESNI SESN2
IRF6 IRS1 IRS2 JAKI SESN3 SETBPI SETD2 SETDBI
JAK2 JAK3 JMJDIC JUN SF3BI SH2B3 SH2DIA SHKBPI
KARSI KAT6A KCNJ5 KDM54 SHOC2 SHOI SIX] SIX2
KDMSC 1(%%6/1 KDMGB KDR SLC22418 SLIT? SLX4 i%ﬁf@
KEAPI KEL KIFIB KIT SMAD3 SMAD4 SMARCAI (BRG1)
KLF4 KLF5 KLF6 KLHLS SMARCBI SMARCDI SMARCE] SMO
KLHLG KMT24 MTIB KMT2C SMYD3 SNCAIP SNRPD3 SOCS1
(MLL) SOS1 SOX10 SOx17 Sox2
KMT2D MT5A KNSTRN KRAS SOX9 SPEN SPII SPINKI
(MLL2) SPOP SPREDI SPRTN SPTAI
LATSI LATS2 LIN28B LMOI SRC SRSF2 STAG2 STAT3
LRPIB LYN LZTRI LZTSI STAT4 STAT5A STATSB STIMI
MADILI MAD2L2 MAGI2 MALTI STK11
MAP2K] MAP2K2 MAPIKA MAPIKT (LKBI) STKI9 STK40 SINI
(MEK1) (MEK2) SUFU SUZI2 SYK TAFI
MAP3KI3 MAP3K14 MAP3K4 MAPKI TAP] TAP2 TBLIXRI TBX3
MAPK3 MAPKAPI MAX MCIR TENT5C
MCC MCLI MDCI MDM?2 TCF3 TCF7L2 TEK (FAM46C)
MDM4 MEDI2 MEF2B MELK TERF? TERT TETI TET2
MENI MET MGA MGMT TGFBRI TGFBR2 THAPI2 TIAMI
MITF MLHI MLH3 MLLTI TINF2 TIPARP TMEMI27 TMPRSS2
PL MREI] MSHD MSHS TNFAIP3 TNFRSFI4__| TOPI TOP24
(MREI14) 7P53 TP53BPI 7P63 TRAF2
MSH6 MSI1 MSI2 MSTI TRAF3 TRAF7 TRIPI3 TRRAP
MSTIR MTAP MTOR MUTYH 7SCI 7SC2 TSHR TTK
MYB MYC MYCL MYCN TYMS U24F1 UBE2T UGTIAL
MYDSS MYEOV MYODI NAFI UPF1 USP22 USPS VAVI
NBN NCOA3 NCORI NEGRI VEGFA VHL VICNI WRAPS3
NFI NED NFE2L2 NEKBIA WRN WTI WWOX WWIRI
(Nrf2) XIAP XPA XPC XPOI
NHP2 NKX2-1 NKX3-1 NOPIO XPOS5 XRCC2 XRCC3 YAPI
NOTCHI NOTCH2 NOTCH3 NOTCH4 YESI ZBTB2 ZFHX3 ZMYM3
NPMI NRAS NRG1 NSDI ZMYNDI1 ZNF217 ZNF703 ZNRF3
NSD2 NSD3 ZRSR2
(WHSCI) avusciLy | NP2 NTHLI
NTRKI NTRK2 NTRK3 NUF2 .
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ABCCI ABII ABI2 ABLI PPFIBPI PPHLNI PRCC PRDM10

ABL2 ACBD6 ACSL3 ACTB PRKACA PRKACB PRKARIA PRKARIB

ACTN4 ACVR24 ADCY9 AFAPI PRKAR2A PRKAR2B PRKCA PRKCB

AFDN AFF1 AFF3 AFF4 PRKCD PRKCE PRRC2B PSPH

AGAP3 AGBL4 AGK AGPATS PTPRK PTPRZI PWWP24 OKI

AHCYLI AHRR AKAPY AKT3 RAF1

ALDH? ALK ANXA4 ARFIP] RADIS RAD3IB (CRAF) RANBP2

ARHGAP26 | ARHGEF12 | ARHGEF2 ARIDIA RARA RBMSI RBMS3 RELA

ARMCI10 ASIC2 ASPSCRI1 ATFI RELCH RET RGS22 RHEBLI

ATG7 ATIC ATPIBI AXL RNF130 RNF216 ROSI RREBI

BAG4 BAIAP2L1 BCOR BCORLI RRPI5 RSPO3 RUNXI RUNXITI

BCR BEND2 BENDS BICCI RUNX2 S100410 SARNP SCRIB

BRAF BRD3 BRD4 BTBDI SDC4 SECI64 SEC314 SEC61G

BTBDIS BTF3L4 CAMTAI CANTI SEPTIN2 SEPTINS SEPTING SEPTINS

CARSI CASP7 CASP8AP2 CBFA2T3 SEPTINY SET SFPQ SH3GLI

CBL CCAR2 CCDC170 CCDC6 SHTNI SLCI247 SLC2646 SLC3442

CCDC884 CCDCY1 CCNBIIP] CCNB3 SLC342 SLC4343 SLC44A1 SLC4543

CCND3 CD63 CD74 CDC42BPB SMARCAS SMARCBI SNDI SNRNP25

CDK5RAP2? | CDX1 CENPK CEP170B SORBS2 SP3 SPNSI SOSTM1

CEP43 CEP85L CEPS89 ciC SRF SRGAP3 SS18 SSI8LI

CIP24 CIT CITED? CLCNG6 SSBP2 SSH2 SSX1 SSX2

CLIPI CLIP2 CLTC CNTRL SSX4 SSX4B ST7 STAT6
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THETHIHATLHEEREI NN 2B D,
4o —PI ECHENRLE R DEET - CDK4,

MDM2, MET, CD274 (PD-LI)
R IE5EI A 53 33.3% A DR IR X IB A5 F- 8 BB A3 L
AEWHEE, BABB TR VU AX v BT O
MRHBRENMEL 725 ATREMEDR H 5,
(7) RETHLIZRERIL, FEE OEIRSR Ik 5 8 05 f]
ExHWE LTZH DTN,
(8) BfnT-FIBIEILTPM (Transcripts per Million) % %9
bo AR L DRBEEMYTO TR, BRI ER
ST ZFLTULVRUD,
(9) ALK, ROSIVSORIGEET OB OV T, o
WY F— hENEREEE ORSERITFI SN TOAR
W, FE72. A EGIIFISHE U E Yt & Brr B R
HCHESND =, A CrE ERRI7E TN & HIE
SNTZAE BB T BB ERE SN WAREER S 5,
(10) MDM2, CDK4LISDBALT- 00 2 & —#EH D H I
DNTIE, DY F— b SRR & ORSEMEIX
A STV R,
w (11) RGO~ A 7 0% 7 74 MARLEME MSD CHER.
LR ENTWVA R RAF SIS DO T
2 ) AEEROIEHMN R~ A 70T T A NERK
ERIBLE LEEMITIcES<boThd, ALtk b
MSIPHIE D FiEIE., BRI E ZRHEN. ST 720,
(12) TMBZ 2 7 IZERT VABEFES%LL o U — REEEE
100 ECHEELIEE TEESH -0 OIERIZBE R
(mut/Mb) ZHHT 5, ZOEE, NABEELR AR
ZERAETHRH LTS 720, TMBR 27 OO #ilH
TITXBETH HWESHE & il U CTENEL R D556
NdD, 2B, AL 5 TMBENT FiEX. BRI
ITE TS S LT,

% (6)

(ZDHDEE)

(1) AdOMEMICERL T, EANHREEICET DESF
WZHEVER D R 5 REFRP DD LICHET D L,

(2) tERE

- BR/AMRERE (SNV)
AcroMetrix Hotspot Frequency Ladder (Thermo Fisher Scientific,
Inc., USA) & HWTTEIMGE 24T - 72 & & OBGERR 3R 2
WL, b, ATHERETIZEEN D8I FERDOE
& 1ZThermo Fisher Scientifictt D& £t 2 SR L 7=,

EGFR. ERBB2 . FGFRI . FGFR2., FGFR3 .

1 G/ MRHEEE (SNV)
N TAESERR R
AL L) Bl TAR WICEENDEE | BtERE
FEROEIE

NRAS-c.182A>G 5% 100% (7/7)
NRAS-¢.35G>A 5% 100% (7/7)
RET-c.2753T>C 5% 100% (7/7)
ATM-c.9139C>T 5% 100% (7/7)
ATM-c.9023G>A 5% 100% (7/7)
KRAS-c.351A>C 2.5% 100% (7/7)
KRAS-c.183A>C 5% 100% (7/7)
KRAS-c.175G>A 5% 100% (7/7)
ALK-c.3522C>A 5% 100% (7/7)

SNV ALK-c.3824G>A 5% 100% (7/7)
PIK3CA-c.1035T>A 5% 100% (7/7)
PIK3CA-¢.1258T>C 5% 100% (7/7)
PIK3CA-¢.3140A>G 5% 100% (7/7)
KIT-c.1727T>C 5% 100% (7/7)
KIT-c.1961T>C 5% 100% (7/7)
KIT-c.1924A>G 5% 100% (7/7)
PDGFRA-c.2525A>T 5% 100% (7/7)
FGFR3-¢.746C>G 5% 100% (7/7)
BRAF-c.1799T>A 5% 100% (7/7)

- R/IMRERE (INDEL)

AcroMetrix Hotspot Frequency Ladder (Thermo Fisher Scientific,
Inc., USA) Z MW TTREIAIE 21T - 7= & X ORI R 2 1




K3k

L7, b, ANTHEREKTICEEN DB TFAR

#7 BEFE (SNV, INDEL. fl&EEF)

Fisher Scientific, Inc., USA) Z MW C7EIPIEZIT-7= &
TOBMEREEEER Lz, 2B, N THEEREPIC
£ D 2 B —¥ I Thermo Fisher Scientifictt D&kl 2%

ML,
K3 e/ MREEE (CNA)
N LA EERR A
pAE Nt BIA AR FIZEEND | Bt
o —5
CNA | MET-amplification 4 e’ — 100% (7/7)

- RMEHEE (BAeEEF. TV VARFVEYYD)

ALK-RET-ROS1 Fusion FFPE RNA Reference Standard
(Horizon Discovery Ltd., UK) % iV C7BEIHIE Z1T > 7=
L X DGR R R LT,

F4 F/AORIHRE @EELEF, =7 VA% o))

A RAlE s T JEE I Bo AR H =R
CCDC6-RET 33.3% 100% (7/7)

e | EML4-ALK 33.3% 100% (7/7)
SLC3442-ROS|1 9.1% 100% (7/7)

- B/MVRHEE (MSD)

KM DI Ao B OF- 8 D3 A D BRI AR A 22 JH V> T20 81 E 2

Tol & ZDEMHRHEREEMR LT,

725 /MR HUEE  (MST)

DAFE NI R g
KGN A 20% 100% (20/20)
FENA 20% 100% (20/20)

- R/IMRHEEE (TMB)

Seraseq gDNA TMB Mix Score 13 (SeraCare Life Sciences,
Inc., USA) Z MW TTRIAIE 24T o 7 & & ORI i

R LT,
726 f/ MR (TMB)
R Bt i
TMB 10% 100% (7/7)

- BEE (SNV. INDEL. @&EEF) MBEEDOLHE
BRI 2 O CBEAGR S (2o =F

ZWrEk) (2

KD HER R & ARSI & D HIER R & D —BeR & e

L7,

D EE 1 X Thermo Fisher Scientifictt D&KL 2SR L 7=, 75 FA B RSE T BB —BoR Bt —EoR
B ) KRAS 75 R 100% (13/13) 100% (23/23)

#2 FiHEE (INDEL) SNV NRAS 255 100% (1/1) 100% (35/35)
N AR BRAF 75 5 100% (4/4) 100% (32/32)

S BHE TR ﬁ:r{zg{.ﬁi KRR LR EGFR 55 100% (1/1) 100% (35/35)

f; ) E;i NDEL |_EGFRZR 100% (1/1) 100% (35/35)
&S OER ERBB2 75 5 100% (1/1) 100% (35/35)
RB]-0202872040d6113 5% 100% (7/7) N ROS1 r?ﬂl/ﬁ\ 100% (1/1) 100% (20/20)
TP53-¢.80delC 5% 100% (7/7) A ALK i é 100% (1/1) 100% (20/20)
ERBB(HER2)- 5% 100% (7/7)
c.2324 2325ins12 —— RPN "
SMAD4-c.776_777deICT 5% 100% (777) | Mo BE (MSD) ¢ ﬁ'-“if < f’)ttﬁ*

INDEL SMARCBI1-c.1148delC 5% 100% (7/7) FREAEZ W= B (MSIEE#E X ~ b (FALCO) ) 2
PIK3CA- S0, 100% (7/7) L DHERE R EARMIC L DHERF L O — KL, MSI-
¢.3204 3205insA ’ ’ High!3100%(10/10), MSSi394.7%(18/19) CTH - 7=
FGFR3-c.850delC 5% 100% (7/7)

APC-¢.3700delA 5% 100% (7/7) CBESRER (TMB) EB%E DL
o ) pxy Y= A (WES) EARMICEDTMBA =T O
" BUMRIEE (CNA) HEMREIT0.99 Tl o 72, 7285, BUBEIRZIHy=1.08x+3.92,
AcroMetrix Core Hotspot-CNV DNA Control ( Thermo PR (R?) 13098 Th o7,

- EE (CNA) REEE DR
BRIk 2 IO CRFRIE (52 # VPCRIE) (12 & 2 HIERS
R EARMIT L DHERER & O —BEREMRR LT,

#8 B (CNA)

EERA | ERBIRT Bt — R et — g
CNA MDM?2 755 100% (3/3) 100% (15/15)
CDK4 %5 2 100% (3/3) 100% (15/15)

-EE (EEFREE) SEEEOLER
FRNT R R D271 R % AV T2 B PCRIEIZ &L 5 ACHE & A
2k DEBEFIEE L OMBREIZ-094TH -7,

14

5 r=-0.94
E 12 . y =-0.84x +8.19
“es o R2=0.89
& 10 Mo ta,
8 Sy
£ R
= 6 ®. °
- \i\. cl
8 4 e §
= L o
= 2 . H L
oz o0 ;. ©
-2
-4
4 1 6 1
i 4 PCR (ACt)

X1 AL & FERPCREE L OFEANE GBI FREE)

- $£ B (SNV. INDEL., CNA)

SNV 1945 INDEL 84#, CNA B2 RMETHL 2
ERREREINTWAD N LTHEEKR K (AcroMetrix Hotspot
Frequency Ladder 2 #4H/%£0%) 12T, SNV K& ONNDELIZD
WTIRT7IEIAIE . CNAIC DWW TIR6EAIE 29TV, ZhEFh
ODERDT IV —IZoVTEE—FRE2FHEL, KO
SNV, INDELK ("CNADFFRAEZ 1M L7z, ZDORES, fif
Wt R R ORE—EBRIT2TI00% TH -7,

- REME BEEET)
5ffifH (EML4-ALK. CCDCG6-RET. SLC34A2-ROSI. TPM3-
NTRKI, ETV6-NTRK3) OFAEBIETHREIETH D Z N
fife 58 S 41 T\ % Horizon Discovery 1 @ 5-Fusion Multiplex
(Negative Control) FFPE RNA Reference Standard % 7[E1]E
LT, BE—HRLHE L, KLOMABEFORREL
M L7z, EORER. TR SR G BB ORE— BRI



2 T100% Th -7z,

s A MEEME (DNATR—D)

A ORHEEDNAZ BN IZH W DSDNAT 17— 7 D
A MREEREMEE | T G iEERc kT A A L L TO
ANy K VF Lz, FORER, SR S aE
WD Y — RIEER1000L F O L IZ AT st 4o
99.1~998%ThH D Z L AR LT,

s RA EEME (RNATR—D)

A DR IRNABHT I VN ARNAT 0 — 7 DA |
%ﬂﬁ% MWﬁ%®LB%%ﬁiﬁu%tk@6L6
FOBEGITTHM L7z, ZOfER, BT HEEN 1L
L&@Ot@ﬁ%ﬁiﬁ@h@%f%b\ﬁﬁﬁ%
1,390 85+ 1D99.8% Ch 5 Z L MR Lz, /=, @A
E@)—Fﬁﬁmukkﬁéﬁ Bt xR
X v B I OEIGIC TR LT, %@%%\@éﬁi
®)—Fﬁmmukk&otﬂ o= R
v BT HBIL524TH Y | FRENTRFS1,5460098.6% T
b EEfER LR,

- BERRAE

AN OFERERE %2, SNV, INDEL, CNA., @& #Eim1.

TV URF IOV TIR, A THEERIR A H
W, 7ERAIE U 7= g RS CREIG L7z, TMBIZ DWW T
1L, ISHIEDNAZ B4 & Te iR MR IR 2 -\ ¢ SEIE
L7 B8R CRME L7z, 7235, AN LSRRI E
ENDOERME - a U —HII AN THEERERESED
BEAESZB LT,

#9 FHEFEE (SNV, INDEL, CNA, @i&)

ERR | BEROFE eSS EEeE (CV)
SNV 19 FiFH 5% 7.4-23.7%

INDEL 8 FlFH 5% 8.1-30.1%
CNA MET 4ot — 1.2%
alA 3 fl¥E NS5 33.3% 14.4 - 28.8%

10 FELREE (TMB)

LSS TMB A= 7 ZEERE (CV)

TMB 8 fRiAk 2.6 — 75.6 mut/Mb 0.8-27.2%

- HERAEE

VFESE O BRI 2 Sl L7-DNA  (52iR 1K) K
URNA (40FR{A) Z W T, K& 72 FEH O BRI
B DR OMEIERE L MRS LTz, T ORER., KR
DNAZ BFRAT ORI FIX100% TH -7z, iz, 1K
AHIIRNAFRHT O FERAL N IX100% TH o 72,

(3) M OBARTEWMANRIE T DRI, RAFERITH
BERET I oMEBICAEL 25, hEDE
(RIFRASRAET DMK OH 2 LU TITRT,

- BEEF LA U D IRAER « AEIRVEMTE DS A H K
DRI, A H ok O BRI A S

- FENESL A 30T D IRAER] « [RIFEE il B
2 52T T2 B o4 5

(4) HMAARRMAMAZRD 256, TR RICEE
FAETWREMED B %

(&FBEMH])
(1) DA NEFRICBEET D 153 72 Fnal e OB 2

B4 HEMD., BEZEORFTOTA R4 810
SLRE DO G O 23857 L7 =T, ﬁmﬁ/A
= IR B S O FE IS B3 2 R EHCIE V. A
T AT T A TR D < BEIRE 3
t@ﬁ%%fx%%mméib\%gﬁﬁﬁ%%fé
NP

(2) FEfF S A7 BRI AR M OV i B AR I N 2 v
L LNIAEHRIZOWT, FAERREIC T D)
RFHREROEREIT) L EBIC, RERT 7 A%
FEIET 27 0RO VT 4 NOT T A 30—
HIRDORIRERT D L,

(3) ANT—ZDOIEEBICOWTIE, BIRHEFEDH
BRI L7 EB0ITH 2 &, BIRHFEZEDOHSM
_ﬁﬁbtkﬁr AY e ﬁ@%ﬁﬁbiokﬁé

G (EFE2350205FH15EOE A FHE S TED D
%ﬁﬁ%%f%é%é%@< ) . H&%m*®2
DSFEISHOBEIZTED & iw@kﬁ@%
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TOMRENER D Z LITEE I,
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