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A& (ER)

TYRRA—ZYY X 1 [MMX-R1)

YRE—3IYH R 2[SARS-CoV-2 QL MMX-R2)
7FA<— NCOV-1F.A

7FA<— NCOV-IR.A

7FA<— SARBV-1F2.A

7FA<— SARBV-1R.A

2 -FHAXTT T ) -5~ = UL E(ATP)

2 =T AR LT V-5 - Z U RR(ACTP)

2 =T AXTTT )5 - Z U ER(AGTP)

2 =T AR TIN5 - Z U ER(dUTP)

71 —=7 WUHAN-4P.P

71— SARBV-P1 6Q.P

705-D DNA RYAF—F

1/10
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AERFRENT 0D SARS-CoV-2 RNA D Fi HI(SARS-CoV-2 &Y D2 Wr
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(1) HBOAR
SN OMNI B IRAT BRI 2 TN Z 7 iR S d = he— 2
a7 7 —ERIKPASE), Wiz hr—/L RNAIC RNA)
ZaieNE R hr—/L(RNA-IC), =/3Z OMNI MGP &
=R A OMNT TA VAR RIL CTA 2 Fa—
TarLET, ZHICIDTALZREIL, Bt oE
BMERL TS UE T, BRSNS UT-BEMERL 11T, B
WZEVHIBZ BN THEESI, ERRL T2 ANV ADT 708
DAL RIF VR LR EESNETB/F . Zh
IR IR A N Z O il Sl L, ~ RS —3y
JA LAY —Iy I A 2 EMZCHRIEERR, HE RO
HEEITVET,

(2) WEREREICKDIZN RNA HSHERE DNA DERK
Mn* DIFAE T, W GIEMEE DNA RYAT—BiEHEZ R
FEOMtEE 205-D DNA ARU AT —BIZ L0 Wilin G i %
1TV, Target1(SARS-CoV-2 HFIAYRNA, Target2(H /L~
a7 AL ARLE FLE)RNA L OVIC RNA (AR 72 00 5
DNA(CDNA) A RS ET,

(3) EIERUAIE
U7 V%A 2 PCR(Polymerase Chain Reaction)i® V2% 15 H
L. @QIZB|&Fix, BECITWEY, JE Tt asE
R =) L OV E (Y =2 F % —) CHER L 7= Target1
RNA, Targer2 RNA & TRIC RNA i DNA 7 m—7Z
FT, ZoFe—TowpaFEIL, LR—F—Lrzr
T = EIAAET DH AL, Zor T v —IEDEED
HIEESNIRNVE SRR T DI LTHOEEAN, LR—F—
LU F =Y EES ISR, VAR — X — iR
DT-OITHRNVE A I T DI ET, @) THESHIZ
cDNA Z iR T 1 RIS EF@ 1270 B L&,
IR L 72 2 A8 DNA Z[RIBRICEIR T 1| ASHIcEMES %
T, WFEE FIF5HE Targetl RNA, Targer2 RNA &N IC
RNA JHl DNA 7'a—7 BEERRSIENATIVEA XL ET,
Flo, IO —ERELS O 3T K ~T =— 1L,
Mn* R O T AF L RILA R ZUER(ANTPIEIE T A
P 705-D DNA 7RY A5 —F O &2 L0 RSB AN AR
72 DNA SHAMRESUET, DNA SO M L [FRIRFZBEICE
LA ENA T VL A XL TS Targetl RNA, Target?2
RNA & OVC RNA FI DNA 7'm—71% 205-D DNA KU A
F—FD 5 =3 XXV T —BIHMEIC L0 RS i ot
EIRUET, ZOHOLIMEE Target] RNA, Target2 RNA
K OVIC RNA R ARZNENICHEA O R RET
HELEYS, O] TDNA 7'r—7 SRRSO
INATVEAR | [T IA~—=DT=—=V>7 | TiitEE
705-D DNA KU AT —BIZ LA MO E L DNA 7'r—
T DI R LW IS, Ta TR E ORI E | &P E OB
ATV THEHGEAITARD KL | A7 /0D PCR FEWZEI T v
HA DB =H— LN AR Z R L ET, 1ERLTZ
HEE R LRGSR S — E R LL &R B A R R
. Ct fE(Cycle-to-threshold—value) L F 9 Targetl M N
Target2 [Z2OWTC, Ct EARDLNTGAEZNE NG
P, SROBNeh ol EEE TN EELET,
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dUTP & HWCHIE OGS Z 77200, RS A7z DNA O3 If
FNIF (DR T (NS TEES b TOVEY, 2, 2
DR CTHEMES L7 DNA A7 IS B 230k ~IR A LT3
By WAL RYIAEENTNDBY TV N-Z)ayT—+F
(UNG)AMEALDNA oo U HEbREsh g3, ks ko7
DNA |3 D TR ER 3 ThY . BRSO RO
JIE-RODNZ 3 Wt Wi NI TrV NS cyiatas ] IOl it R E AN RS =3
A, UNG IFEIRTRIET D720, TRLZITHIES LA
U SEHA & To s DNA (3822 1T E A, $72, UNG (16
WL FEO DNA FEOYII DIl E/~—0 dUTP
RRNA _EOUFIMIIERLEEA Y,
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1.

*2.

BERHOME. REGE
*(1) BRAEIER
*1) RIRBEHCVEDORRERS
SERFRM VR OEREUZ X, =230 UTM(BI158), BD
UVTIFE)E FWAZENTEET,
%2)  BEACOROFEIRESR
BIERCWIROEREUZIZ, =230 UTM(BI5E), BD
UVTHIFE), /3A PCR AT 47 v MAIFE), HLLIE
0.9% 2 FEAKBITE) 2 EE WA ENTEET,
*3)  IBBRORMELS
MR OERUTIE, AR 7 e L Raga VWb L
MTXFET, ImL~5mL OMERA B4R £,
AR I EREU% 9 A (2~25°CI2TC 48 MRIRTFR .
—18°CIZT 7 HRDLANIC 2 80D 0.9%/EBRAr /K
ZMZ 10~20 FHERIEFIL TR EL . HIEL TS
v,
¥ MR 60 SrHIDIT, BECHEBZIILN
TLEENY,
% HICRADFREOR T OIRARLEARELTND
A ICITRIKO R RE LU E1,
¥ RIRDOIERICE o TUE, IERN7aRE oM (5 1
DOFVEDTT—DRAETIHAEDHVET,
*ZOfth, BRIKOEE/ Bk 7k, RIF A, ATLEE,
SEIEYSIERFZERT D [2019-nCoV iRl m )7 A )L R ) Y%
B0 B ORI « Bk~ =a7 V)| EAEFEE VA
FENTWAIFR )7 AL AR YIE(COVID-19)J5 )5
RRE O FREE | o OB Y hOE AL ST HAT SCE
B TTEEN,
x(2) BMAREM
1) BIFEHACVRERVEEHCHVEROREX
230 UTM XU 0.9% A4 BEEIE/K IZER IR L 72 i1 2
~25°CITT 48 WEffIfR(F#% . 2~8CITT 3 HIMZE
T4, /XA PCR AT 4TI BLIZM AL 2~25°C
12T 24 BERRAF#, 2~8°CIlZ T3 AL ETY,
LRI AR A AIEEBIZ—T0°CLL T 30 AW
(A AR 2 [ E )R ETT,
2) EHRBREADREMS
ARG 2~25°CIT T 48 FEfEIRAEHS. —18°CITT 7
AMZ2E T, k% 2~25°CITT 48 B LLNIC
WAL L2356 . RORAEMER IS 2~8°CIlzC 7 A%
T,
RICHE%E
9 FEFHO> SARS-CoV-2 MMk A 2N E i B AT IR 952 &
THEHIBRENDIRD S INVEERL . ~2 L OEE % 4 il
ELELTZ, 100%(4/DDRRHENE NI/ NEEIX TROL
BOTL,
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Strain 34
Hong Kong/VM20001061/2020 1.06E+02 cp/mL
Italy—INMI1 1.00E+02 cp/mL
USA-WA1/2020 5.03E+01 cp/mL
UK (B.1.1.7) 2.4E+01 cp/mlL
Japan / Brazil (P.1) 1.9E+02 cp/mL
South Africa (B.1.351) 2.4E+01 cp/mL
US NY (B.1.526) 1.9E+02 cp/mL
India (B.1.617.1) 2.5E+02 cp/mL
India (B.1.617.2) 7.0E+01 cp/mL

3. RERRM

(1) NCBI & O} GISAID 5 —4_R—ZNB4 7 m—R U255
EWOBBFEINIH L, RWOTITA~— 4 FlEENE
N~y 7% in silico fENTIZEID ARG D Al HEME %
ML ELT, W 2 2O T TA~—05, S\ HfEE bE
THExE T 280 O ILESC~ o B 7 ST 55 & iR
DAREMENBHDELFE LTINS, 2O in silico FRHTIZHE W TIE
BIERZRE R LW ZE RN TRO BV EE AT,

Strain Target1(SARS-CoV-2)IZ | Target2(H4/L_a7 AL 2)
%95 %ldentity (2% 3% %ldentity

Human coronavirus 229E | 74.47 No alignment was found™
Human coronavirus OC43 | 72.26 No alignment was found™
Human coronavirus HKU1 | 76.52 No alignment was found™
Human coronavirus NL63 | 71.32 No alignment was found™
SARS coronavirus 95.04 100

MERS coronavirus No alignment was found™ | No alignment was found™

Adenovirus B (Type 34) | No alignment was found™ | No alignment was found™

Human Metapneumovirus | No alignment was found™ | No alignment was found™
(hMPV)

Parainfluenza virus Type 1 | No alignment was found™® | No alignment was found™

o

Parainfluenza virus Type 2 | No alignment was found™ | No alignment was found™

Parainfluenza virus Type 3 | No alignment was found™® | No alignment was found™

Parainfluenza virus Type 4 | No alignment was found™ | No alignment was found™

Influenza A (HINI) No alignment was found® | No alignment was found™

o

Influenza B No alignment was found™ | No alignment was found™

=}

o

Enterovirus E (Type 1) | No alignment was found”® | No alignment was found™

Respiratory syncytial virus | No alignment was found™ | No alignment was found™

Rhinovirus No alignment was found™ | No alignment was found™

Chlamydia pneumoniae | No alignment was found™ | No alignment was found™

o

Haemophilus influenzae | No alignment was found™ | No alignment was found™

o

Legionella pneumophila | No alignment was found”® | No alignment was found™

o

MTB Mycobacterium No alignment was found™® | No alignment was found™
bovis subsp. Bovis

Streptococcus pneumoniae | No alignment was found™ | No alignment was found™

o

Streptococcus pyrogenes | No alignment was found™ | No alignment was found™

=}

Bordetella pertussis No alignment was found™ | No alignment was found™

o

Mycoplasma pneumoniae | No alignment was found™ | No alignment was found™

Pneumocystis jirovecii | No alignment was found”® | No alignment was found™

Influenza C No alignment was found™ | No alignment was found™

o
Parechovirus No alignment was found™ | No alignment was found™
Candida albicans No alignment was found™ | No alignment was found™

Corynebacterium diphtherize | No alignment was found™ | No alignment was found™

o

Legionella non-pneumophila | No alignment was found™® | No alignment was found™

Bacillus anthracis (Anthrax) | No alignment was found™ | No alignment was found™

Moraxella catarrhalis No alignment was found™ | No alignment was found™

o

Neisseria elongate No alignment was found™ | No alignment was found*

=}

and meningitides

Pseudomonas aeruginosa | No alignment was found™® | No alignment was found™

Staphylococcus epidermidis | No alignment was found™ | No alignment was found™




Strain Target1(SARS-CoV-2)IT
%195 %ldentity

Target2(¥ /LAy ()L A)
1Z%9% %Identity

Staphylococcus salivarius | No alignment was found™ | No alignment was found™

Leptospirosis No alignment was found™ | No alignment was found™

Chlamydia psittaci No alignment was found™ | No alignment was found™

Coxiella burnetii (Q-Fever) | No alignment was found™ | No alignment was found™

Staphylococcus aureus | No alignment was found™ | No alignment was found™

¥ OIERITRRCD R R G (1 M4 :50% B Y 100bp) iz 38T,
TV O EOMRMNEE T TAMRR LIZEZ A, FELILE
FlaE7e<, RSO AREHETRO LN EFATLE,
*(2) AT HHOUANLA M, BEEEGE ISR b
HOEETe) K O EPEGEHROFE 48 THIZOWT F&RD
PR CTHETLIZAE R, SARS-CoV-1 ZRENVTNH K
RATIROSNFEREATL ., SARS-CoV-1 TIxHIfFE Y
Target2(Y-/L-_a A )L A GHEDORE R AFLEL,

WA DT IR

Human coronavirus 229E 1.0E+05 TCIDso/mL

Human coronavirus OC43 1.0E+05 TCIDso/mL

Human coronavirus HKU1 1.0E+05 cp/mL

Human coronavirus NL63 1.0E+05 TCIDsp/mL

MERS coronavirus 1.0E+05 genomic equivalent/mL

SARS coronavirus 1.0E+05 PFU/mL

Adenovirus B (Type 34) 1.0E+05 TCIDso/mL

Bocavirus 1.0E+05 cp/mL

Cytomegalovirus 1.0E+05 TCIDs0/ml

Epstein Barr virus 1.0E+05 cp/mL

Human Metapneumovirus (hMPV) 1.0E+05 TCIDso/mL

Measles virus 1.0E+05 TCIDsp/mL

Mumps virus 1.0E+05 TCIDso/mL

—_

Parainfluenza virus Type 1.0E+05 TCIDso/mL

Parainfluenza virus Type 2 1.0E+05 TCIDso/mL

1.0E+05 TCIDso/mL

2
Parainfluenza virus Type 3
4

Parainfluenza virus Type 1.0E+05 TCIDso/mL

Influenza A (HIN1) 1.0E+05 TCIDso/mL

Influenza A virus (HIN1-2009) 1.0E+05 TCIDso/mL

Influenza A virus (HIN3) 1.0E+05 TCIDso/mL

Influenza A virus (H3N2) 1.0E+05 TCIDso/mL

Influenza B 1.0E+05 TCIDso/mL

Enterovirus E (Type 1) 1.0E+05 TCIDso/mL

Parechovirus 1.0E+05 TCIDso/mL

Respiratory syncytial virus 1.0E+05 PFU/mL

Rhinovirus 1.0E+05 TCIDso/mlL

Candida albicans 1.0E+06 CFU/mL

Chlamydia pneumonia 1.0E+06 TCIDso/mL

Corynebacterium diphtheriae 1.0E+06 CFU/mL

Escherichia coli 1.0E+06 CFU/mL

Haemophilus influenzae 1.0E+06 CFU/mL

Lactobacillus gasseri 1.0E+06 CFU/mL

Legionella pneumophila 1.0E+06 CFU/mL

Legionella jordanis (non-pneumophila) 1.0E+06 CFU/mL

Moraxella catarrhalis 1.0E+06 CFU/mL

Mycobacterium tuberculosis 1.0E+06 cells/mL

Neisseria elongata 1.0E+06 CFU/mL

Neisseria meningitidis 1.0E+06 CFU/mL

Pseudomonas aeruginosa 1.0E+06 CFU/mL

Pneumocystis jirovecii 1:20 of Patient Sample

Staphylococcus aureus 1.0E+06 CFU/mL

Staphylococcus epidermidis 1.0E+06 CFU/mL

Streptococcus pneumonia 1.0E+06 CFU/mL

* T ER DT

Streptococcus pyrogenes

1.0E+06 CFU/mL

Streptococcus salivarius

1.0E+06 CFU/mL

Bordetella pertussis

1.0E+06 CFU/mL

Mycoplasma pneumoniae

1.0E+06 CFU/mL

Pooled human nasal wash

1:20 of Patient Sample

4, PIEME - HEEH

ERDNA, AF | ENRM MM, BN OSEA 15 fi
IZOWT FROPE THRFTLER, WINLIERR~DOF

BITREOLNEEATLE,

* B =323
Eh DNA 20 ng/u L
LF One sputum swab/mL
ERAAY i A 1.OE+03 cells/ u L
| =i 1% . 2%, 5% (v/v)
FX ARSIV 0.011 mg/mL
FUNT A MEANT = PRUT 0.023 mg/mL
UVRAAy, =L T 2.68 mg/mlL
TT=R 0.039 mg/mL
Tx/)—)v 0.47 mg/mlL
TNTF B T A A AT 166.67 1 g/mL
PN =% 0.20 mg/ml
PFIFE N 0.0015 mg/mL
FEAHZIE L 0.0073 mg/mL
R HAY . AV 5.00 mg/mL
NI~ A 0.018 mg/mL
ANS 1% (w/v)
—aF 1% (w/v)
REf, =BV, A b— AR 1% (w/v)
0.65% AL TR L, RUDAT a—)L, 1% (/)

HFE_ P ra=on

5. BREIAHICLDHAEHRDOLLE

#(1) /80 UTM & 0.9% 4 IR 1E K
*2/3 UTM & 0.9% 4 L K IZER IR L 72 E 2 R D
FEVERRRRIR AT (7 — LS QW E 2 ORRIR) %
L., kKEOBENOYEESN BT AV A(USA-
WA1/2020, catalog number NR-52281, lot number
70033175, 2.86+05 TCIDso/mL)'OZIRMTAHIET, (K
BESBSPEGR) 1.5 X LoD),  HHREEIEEGMEGR) 4 X LoD)I (K4
TERLL . AL ABIRIL TV W MR R L A i THIlE
LEL72, SARS-CoV-2 =1L UTM, 0.9%EF ke
b (ARG B S BPEA ARC 100%(17/17) FH i B I By A

T 100%(11/11).

PR AT 0%(0/45) T L=,

*(2) /X2 UTM £/8X PCR AT4A7
*2/8 UTM £732 PCR AT A 7 ICERBUL 72 SR o R
DML E R MR R AT (77— L SFUTORME % DR )%
EL.WHO International Standard for SARS-CoV- 2 RNA
(NIBSC code: 20/146)Z¥RINT 528 T, R IR GG
1.5XLoD), R 4 X LoD MR & Rl , w7 A
NV AZTIML TR W R R RS A D CHIELEL,
SARS-CoV-2 F i ZIX UTM, =/3A PCR AT 47 &b I
T EESR S VE R C 100%(21/21),  h EESRES MERR (K ©

100%(10/10).
6. AVAIR—I3VITEELT

AT 0%(0/31)TLTz,

AKXy CIE~vAZ —Iv 7 A 21Z0 T30 N-7 a5 —E(UNG)
NEIMENTEBY, F/-. Tag DNARUAT—EIZL5 DNA A
RACMERIEDO—>ThHD ATTP DRI dUTP 2T
PCR ZTWET, L7 ->7T, AFyMITHEIEILZ DNA ©
Xyl —A— = HIR— g LB AR IR
IXCTEETA, BREBCRET D/ aRa A3 3~ ar &R
FTAHZLIEITEERA, FrAILEZIR—ald, EICHEE
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Por - Ry ML TIAET HET Y LR Ay MARIRD 15 YN
JRAR LTV ET DT, B KIRO S EIRCE Ly b B AL O
LT SRR (B 2D M 35 S 5,000 ppm, 0.5%)Ck5%% B =8k
BOEREMIETHIET, /rAa L HIx— “/a‘/%’f%/ [Riz
ik d 2R TEET, LiEd>To AKXV rOREIZY 7--T

RO FEERIET HINTL TTES W,

(1) BEEY T NFa—T 10T, BeFvErvb
ERIRA T2 EARA A =TT 0 — /3 A F P =R IZHEHL
L7 BREETIML TS, HHOE Ny heTF T 7l %
HAEL, Z»0%areo It HidH T <<7Zavn, ZZCHA
TR ECERZ I OGN RFHIAE RN TLES Y,
Flo, HERFTE, TRTHENCERIEL T my L ods
HETEHRIPHIEL TN,

*(2)  ARFy MEORO BT EY I S R R D= 23
F—Ta BT CLIZE, AR 2D RNase <° DNase
DO ECHRIRICIEALET L, RNA R° DNA 23y fiEsi
TEFRE RO BN EU D ATREME A DY £,

(3)  FEBE K OME A B &R IRCHIE DNA TH S
Tedm A g, PRI L 7o vk o R R e A O 2 R R
5,000 ppm, 0.5%) TEINEEDD, AN A w9 5
AATHTLIZEN, 7285, l:"f\"yh‘i&“@l}\l%ﬁzb??’?‘”“éhf:
HIEFESNIZSHAE, EHICEOEHZF IELTH LV
”‘iﬁ&b*«téb\

PLEOEEIZHE-Th, 7ux:‘/5'i*—“/a‘/7)§t’57"b'f$

BHVETOT, FEROHEIIL I SAEREL TS,

TN BEEEIE

FEHHIZ PCR DI EWENSFET DL ELOHER RS0

NRWDOTHEELTES, F, ﬁtﬂrJrEP CHER RNA HMFEAE

L Chi/ MR DL T ThHHIGEITIE Negative(Faf) & flE &

NAZERHVFET DO THEELTLIEEN,

(A% - REWEAEAR)]

1.

HEOREAE

FTRTORKIZTZOFEHNET,

AEHBEILIRE - B4 - HE

a8 5800 AT, T/NR 6800 L RTLRUTA/NR 8800

AT LHA

(1) =2 SARS-CoV-2 =t hr— L3y ¥l

(2) =X 6800/8800 AT NyTratiarho— L%y
]\>Z<1

(3) =2 OMNI BEifi 7%

(4) @82 OMNI FA L RF I

(5) =32 OMNI MGP #3e*!

(6) =% OMNI MefR 7 B!

() Z/32 OMNI ek

Q) Yo INFa—7

()R e = SAN( ZED))

(10) FLFLECSYL =T —)

(11) =/3& PCR AT 473w N a0 UTM(m 0 P S gk
KA UL BD UVT(HARI N T aoF RS
). 0.9%H AR KR

O/NR 5800 VATLAICHAWSHBE - B4

(1) =32 OMNI P FL—Fh 24%?

(2) =/X2 OMNI A FL—} 24%

*(3) AR PERT L —] 24

#(4) TSR OMNI ASAF NP =Ry T A — M & T 2

A OMNI /AT AP =Ry 752
(5) CORE Fv7 300 L%
(6) CORE F>7 1000 1.5
(1) =3Z 5800 T AT A
(8) =& 5800 VAT LYTZIyTT
©) TETF—Tr—
(10) BRARZEERAZ 7 (FBITIGE T2/3A 5800 AT A 57K

DiarIurFxRVT . a8 5800 VAT L 16-RTTar
P FNTGy I VT . A8 5800 AT A Cell
Collection Media F¥ U7 ZH\\5)

/3R 6800 L RTLXIEO/NR 8800 VAT LIZHNSSRE -

|/

(1) =2 OMNI P FL—R*

(2) =32 OMNI A FL—}*2

(3) =RA OMNI By hF o7

#K(4) TSR OMNI ASAANGF =R/ 7o — &

(5) =R 6800 AT LTI N 8800 AT L
(6) =NR 6800 AT LRIFTNA 8800 AT LY TRTTT
(7)  =X2 6800 S AT LT3R 8800 L AT A IG Y—r3—
8) WKL MAT7v7(MPA Fv7)
9) =TT T IRA
1 FE0OF R Z L TTES Y,
%2 BIFEV DR RS AL TTEE,
BASEFHELCFREHAEL TLIESWN(&E 2% vE Ry b
CTEALET),
(1) HBEIXI—
(2) ~A7ae~XyNL1,000 u LK OTF v

(Fo TR MEZ V2 —(FET, 1,000 L )
(3) ALPEOTH—T)—)
1B 1’E75,£

T NIRRT 600 1 L(T v RARY 2—24 200 1 L+ ik

A& 400 u L), 1 mL(7 v RARY2—2 600 u L+ A6 A &
400 ¢ L) XIE 1.2 mL(TyRARY 22— 24 350 u L+ FifAf H & 850
pwL)TY, 1HIEICDEa P E—/LELT SARS-CoV-2 =2k
17—/ L [SARS-COV-2 (+)C], WHEEIRNA-IC) K OV 7 7zt
a hr—/L [BUFC)CIAHIEL ., WEEHETWET,
/3R 5800 Y RT L
(1) EMOER
Fa—T7 ORFI Lo THEREKENRVET, HEHT
HF 22— UG T/ 7 b =T ETOBRREITHTIZEN,

L ENE Fa—T DR ik | Y7 =7 L TORIR

ST/
BB [ 16mm 2%

23 A omni B K
J—F 2—7(13mm %)
VAN

600 1 L. Swab

N 1mL cobas PCR media swab
%1*7

- 2N Z omni B HH
E{ 1.2mL Sali
i V—F2—7(13mm &) " e

(2) TNR 5800 YRATLODEE

D) HEEAA A T ERUAREROERE AN ET,

2) A=W H—T =R I LET,

3 MEHISURSFAERE FERLUET,

() HEODO—F(EYh)

1) =R SARS-CoV-2 Zil#ih ey Ry —|{Zr—KL
F9, T, BEDGELTI/IASARS-CoV-2 a2k
=L b, T3Z 6800/8800 AT Ly wlalk
avhr—) L& yhrarfp—AI=Ty/kny—(Z
n—KRLET,

2) =N A OMNI MGP #3£% MGP 12y hRey—|(Zn—
FLET,

3)  ANA OMNI FATAGREE, =2/ OMNI FR AR
i, =32 OMNI Ve HEA L 733 D — (2
n—RL%d,

@) HESOO—F(EY)

1) CORE Fv7 300uL % E Fy7 ARy —
CORE Fv7 1000 1 L% P Fv 7 R ARRY —IZZ 4
Fhne—RLET,

2) =3Z OMNI P 7L—h 24 2P FL—hRuU—(C
22 OMNIA FL—F 24 2 A 7 L—hRay—|Zn—
FLET,

#k3)  NR PERT L —b 24 BFERT L —RRRT —|{Zn—



(5)

(6)

(@)

FLET,

HEOF—F—(EfHHEA—F (b

HTE /T A—2— LB R RS Y72 D2 &R ET,

F—H =T HEE, BEE TN 2T O =aT VA —

=T ANEDA—F—D @BV ET, ATA

NCEDF—F —F L OB AT DDA —H — &%

D HETT,

D BREEBEAOTy 7 —a— KRGSz Bk
Fa—TEOH, Y Na—F )T ~a—R
LET,

Yo T NF a—T LTI 32 5800 AT LD
Bl EE B L CTE,

2) w=aTl A= — A TANL AT
FOERIRDT AL — 5 —MERLS L ET,

3)  TAM—F —LRIRFCEE T DEK 24 7T AN
Harbo— L Z2E0)DOMBETHH N F TRy
Va—rrEnEd,

/3R 5800 L RTLIZKDBIERE

BB TNy FOMERS NI 28R R L . AY—

NR& %Yy 7 U CHIER BRI L £,

BIEDET

WEBRKE T LIZH, MREFMRLET, v I11285

F =K =% L TCODIHBEE, OB E VAT A~EELE

To BREFa—THEBOHL, BEIEIEY ., BEROBEIEY

ITVET,

/34 6800 AT AX(TTNA 8800 AT A

(1) EMOEH
Fa—7 ORFIZ Lo THLEREEN R ET, AT
5F 2—T BT T =T ETORREFT->TIZEN,
T AR Fa—7 OFH Wik | Y77 ETORR
28R omni B HUH
ARV V—F=2—7(13mm %) 6001 Swab
PRV | 1 6mm &Y v 7 .
S 1mL cobas PCR media swab
MR ;j—\;aoj—n;l(;irfm/{'; 1.2mL Saliva
(2) /38X 6800 Y RT L, /3R 8800 L RTLODEE
) HyFRIV—2 FEOEEREMLET,
2) YUY TIAEY 2— L DERA ON [ZLET,
3) a—W— Ao H—Tx—RIas A LET,
1) MEITGURSERREEMLET,
5) a—YP— AL H—Tx—RADRZ—NRELHZ T
LET,
) FHEONDO—KR(tYh)
1)  ZRZSARS-CoV-2 | =1/3Z SARS-CoV-2 =t hr—
Iy bk, 32 6800/8800 AT L Ny plEfEay
Pa— ¥y e h T AT 7—F T 2—/LDORaT —)hb
NIOWREIZT—RLET,
2) =X Z OMNI MGP R ¥E%LZ 7 rERAEY 2—/LORR
T—HNO~H Az —RLET,
3)  Z/NA OMNI FAVARIK, 2232 OMNI FRIEAR
i, /32 OMNI P 3Ea 7 mEAEY 2—/LON
NIRRT — ROV AER Y —~a—R L%
R
(4) HEFESKOO—K(EYH)
1) ZRZ OMNI BNy RNy T E TV AT 7—F Y a—
NORET—NO~ T ~a—RLET,
2)  =XA OMNI P FL—h, 2/3Z% OMNI A 7L —h%
TREAEY2—/LORRY—NO<H T le—RL
F9,
(6) HBEOF—F—(EfHEO—R(Evh)

HITE ST A5 — X 2R Db DA R L ET,
T = =T DHEE, T/ N—AF—H =LA T(NC

(6)

@)

YAF—F—D LBVHVET, TvIN—AF—F —[%

T ID X LHONUDREIEH 2 FRETH51ET, VY

Th 2T ETCRIETEET, AT NEDA—F —1T k

PLDORRAE S AT oA —F — %52 T WD HiETT,

1) MPA 7l —a—RpRftEENRKT 2—7 %
DY, TvIAaT T T IVMPA Ty 703K 15
AFEHATHENC MPA To2%&#8 T, o7 47T
ATV a—)b~ma—RLET, Vo7 Fa—T7IZFL
TIE=Z/NR 6800 AT A, /3R 8800 AT LD
WA EASBRLTTS,

2) Ty IR=AF S — UIATANL A —H —
IO BRIRDT AN —F —MERRS N ET,

3)  TAM—F =X REHEE T DK 96 T ARG
v o — L EET) DA THDH Ny T ITEN YT
DIVET,

/3R 6800 AT L, J/3R 8800 L RTLIZLBEIER

L)

Ny FWNOTANA—Z —HH 96 ICBIFELIZ GG, e

B8 CHIEZBIALET, 96 Il RWEAIE, Y7 =

T EO~ma T VAR KA )y s UCRIE E BRBA L

3

BIEDET

TEAE T LI, fEREFIR], XI3A LT AT L0

BEIATLNEELET, BETFa—T7%2BOHL, BEIEE

W), BERDOBEEEAITONET,

FHERR O EIEDOFEMNZ OV T, AR O R EE S L

TS,
HEOBIMS I R~ — Y DA B CIES
CRIEHERO*IEE]

1.

BIEREROHIE

[Z/3Z 5800 AT A,

[Z/X2 6800 AT L XLz

8800 AT I | TIIMA S vz e — )L D Jl s S i 2 F Bl

THTOET

AT I 1T DR B ONANE RE R OFFRIZ DWW T TR ES

ML T7EEN,

T R ORI

Target1 Target2 ,

(SARS-CoV-2) | (fh~an4v2) FER

Positive Positive FTORREIZHTT
SARS-CoV-2 RNA Z23HithEELIZ,
FTRTOFERITZYTT,
SARS-CoV-2 RNA 2thEinEL,

Positive Negative | BRI T Z LA T O EE DK}
Target2 OFEAIFEIIC I DIRAETR . X
IXZDIEPDRFZRELTNET,
TARTORERITHYE T,
SARS-CoV-2 RNA O B i3HE i Bt ¢,
T R B ST S Z ALEL T OF EE DR,
FVIFEAEALIZI T D Target] DOFERIFE
WIS DEINELL . UM SINDH /LR

Negati Positi YA VAL DG, ITZEOMOE T

egative ositive %uﬁbfb\ij_o
HEEGEDRE S L7572 A 1. SARS-
CoV-1, SARS-CoV-2 XIEEhr DY
FREN TR LTy A )L AL DRI

BB A, BN RO FiE
AL ET,
FTARTORREZYTT,

Negative Negative | SARS-CoV-2 RNA 23 & EFHATL
77
FTRCOFERIFZZ L LD TIEHEE

Positive Invalid Ao
SARS-CoV-2 RNA Z3fitHEELIZ,




Targetl
(SARS-CoV-2)

Target2

(FARagfLR) R

FTARTORERITZ Y LN IDIT TIHEHYEE
Poe

SARS-CoV-2 RNA O Bl HEE B PE T,
He BB TEDORE R4 1%, SARS-
CoV-1, SARS-CoV-2 Itk ~0DEYLA
FEFRSIL TR L _ay (L AL DR
DB G, BINORGERER O Tt
EHERRLET,
FTARTCOFERIIZ L LD TIEHY EE
oo

AL I TR,

FNTh, ERMER Invalid” 72235 &1,
AR EZ AFLTLIES Y,
FTRTCOFEFITZ G LD THEHYEE
Pe

P E FHEL TEE,

T, RN Invalid” 7235613,
TR AEZ AFL TS,
FTRTOFERITIENTT,

A E FEHL TSN,

TNThH, RN Invalid” 7235613,
TR AEZ AFLTES W,

Invalid Positive

Negative Invalid

Invalid Negative

Invalid Invalid

2. HROHEICHIHDDEE

(D AT OMmEERELZ5SE .

THEEL WS,

D AR E OMRIEER B NS E O TR R

2)  ARRREREC Y MESEO RS HI 28X 7o L5
ML IR

3)  AEERMRA 1AL <A IR L TR R

4)  SARS-CoV-2 RNA D Z3Ipx—3al %=1k

RO IIRBRIROS AR, WO R R % EE R L E

AT TLIZEN,

RNA i HH 1 K OV TE BV E S AR B) Cdo B & fllr S iz

e, BERNEL TSN,

(2) SARS-CoV-2 [tk HOFEELL 0D SARS-CoV-2 JRJE
ERDETHHTDZENTEROEENHVET, £, K
XFohD T T v—RF a0 —F O I H LB P D
SARS-CoV-2 RNA D EFEH|EOFEN KEL/2HE, H
EMDMEL 72D E CERWATREM L HV ET DT, HIE
1L SAEEL TS, ZOIENOJFRKTH “BiH
LB AREMENHET OT, APy T RHEETL
HESNTHSTLE SARS-CoV-2 DIFFEZ A ETHHD
TSV EF A, BEAERIIESERRZWNL, BRRAER
RVED DA S Ferp & LR THLY [E Al 258 & 8914 7
LTLIZENY,

(3) BUSOPREARELIZED PCR IZBIT LIRS RMME F L
L. BRI LY 7 N 2T O T VT Y R BHS%E
JETEIRNT — AR AT HIENHVET DT, EE

BHELIRD LN DV ET D

LTS,
(ERPRRIEE]

o A L AR E(COVID-19)1%, SARS a1 2-2
(SARS-CoV-2Z Lo TH X ISNDTA VAV 285 BT, 2019
F 12 A EIACE REET CRERSIVCTLARE, /U7 1y (1Y
KFADELZHLTOET, EPNTIE 2020 452 A 1 HICHERYYE
Ko O R YSE L THR B S, YRR IS 1R O s b 23t A TuvE
T, LU REZEE LU= — T H A4 KL TR,
RERFIOIERITEH SN TOET,

AfiE, SHEESIN TREESVREAERENEZAL, VT XA
2 PCR JEIZXY SARS-CoV-2 % 3 2R 4032 385 T,
SARS-CoV-2 (ZHF SR IAFFIRICNZ . SARS-CoV-2 &5
v Ray AL A E Gl ORI A AR AL S LU CRE R S L,
SARS-CoV-2 {5 FALFNI KT D m W FE AT L TWOET, ARdh
ROV ERMERERR CIX, AEETHLENIEYSENFTEATCL T,

YD OMATTEIZ R LT 100%0D—FR %L, SARS-CoV-2 &Y
DOBWHHZA A CHHZ LN RENELZ,
*1.  BREIRI&IAZ AU -EHE
(1) ENERRMERESER

COVID-19 E2 W= [B3E 10 JiE 514 & olif PR %
WL AR SRR (TR AR~ =270 2019-
nCoV Ver.2.9.1 IZFEHROR L) OFE R A g L E L7,
BIRBEACVNVRIZE T DA R ERLHAD LLBGIER 1)
COVID-19 LB WS 7= BE 10 FEGISREREAIZ 5 (8]
136 [BHERELT= 57 AL A 7 R BB E 50 JE
BINBEREL7Z 50 BUROF 107 Mifkzwl 402, ARSIk
YelHEDRE A LT 2 A, FROFEREMEONEL,

JEGLRIE
éulﬂgﬁ B UNR §+
(168 fext
Bt 40 g 48
FN
(=33 0 59 59
it 40 67 107
Bt —Ee% 100%(40/40)
et 5K 88.1%(59/67)
AR—FHER 92.5%(99/107)
33 Tl 8 M AR GIFED Ct I ClR] R (B H L 72 S e
WK, MEE TORE R, JiitE OFIE OfE R L)
B, ETHHETHLZENVRIBENTNET,
BRIRTED LB (GRER 2)
COVID-19 L2 WS 7= B 10 SEBIOF) BRI 10 Mz
KGUT, ARECGRAF UM « FERSUVNE « HER) &
PHEERIRTR W R) ORE Ra Lk L7282 A, TRORKS
EnfgohELR,
EN SHTTE K g
[k =3
s | Bt 10 0 Bt — o 100%
DS etk 0 0 Lol —EE 100%
s Bt 10 0 Bt — o 100%
BN Rtk 0 0 AR —EE 100%
Ll Pt 6 0 W — 0k 60.0%
(UTM) Gl 4 0 AR 60.0%
T (AL 8 0 BhPE— R 80.0%
(CPM™) | gk 2 0 A B 80.0%
it 10 0

¥4 XA PCR AT A7 %k

*(2) BOVERIRTERESBR(RIATED LLED)
COVID-19 Wb s ia ., BIERSZ oM kT
COVID-19 23 EEDAVDME N Z 5t G ER R L 7 S E AU
TREMER DT R Z AR CTRIELEL L, SIHTERS
HCRMEDRE BENELNT- 506 MRIAETEME—BER, Btk
DFERMPFOI 146 MR Gk —BER gt Gi& Uiz
LA, TROMBEDEOLNEL,

S O N 7 ok

g | AU ;:i@"'“ﬁ ;ﬁt Btk
S 96 91 5 94.8% (91/96)
SHESTE {5 50 29 21 58.0% (29/50)
it 146 120 26 82.2% (120/146)

X5 (A — MR A2 BERRR AR (TMA 1R THIELTZEZ A,
26 flaTRETL,
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ST MR O
b AHE G — R
S AT fE PR B . P Rtk —3%
JiEAGE 202 13 189 93.6% (189/202)
I 304 1 303 99.7% (303/304)
&t 506 14%6 492 97.2% (492/506)
%6 [Rl—MEWAR AR 2 BEARGE M (TMA ) CRIELTZEZA,
14 FlaETHETLEZ, SHIZ, SIRIARS WO Y A
NAE(Ct N SHE—HeREHH L2 A,
TROEBYTL,
SMHITR K MR Dk e )
- — BBk
Ct & BoPE R A4k BhtE ket
=23 48 47 1 97.9% (47/48)
>23~ =30 50 50 0 100.0% (50/50)
>30 48 23 25 47.9% (23/48)
[T4E8E]
1. RIMREBRELD)—HLVE
WHO International Standard for SARS-CoV- 2 RNA(NIBSC code:
20/146) % SRR ~ R w7 AT 2 S8 B P A IR 95212
X0, 5 IEEE(31.25~500 TU/mL)DFEINHIRD S FNAAERLL
FLz, SRV OEFEHIARM 3 my b HWT 1 ryMNIDE 24
HEREGE 72 ERE)LUELZ, Hit rate(BrEma A 2hRIE
X100 %)Y 95%LL L&72 % fe /i R EE 1 Target 1(SARS-
CoV-2)T 250 TU/mL, Target2(-/L_a7 AL A)T 125 TU/mL
TL7z, Probit MBS Hit rate 95%&725 8/ Mt
JEJE 1T Target] T 200 1U/ mL, Target2 T 102 1U/mL TL7=,
95% 95% CI of | Hit rate
Strain Target Kit lot [Probit Probit = 95%
[IU/mL] [1U/mL] [1U/mL]
1 202 157-319 250
Targetl 2 121 97-183 125
IW H_ lo (SARS -
ntemat]or{a Cov=2) 3 259 196-413 250
Standard for 1-3 200 170-252 250
SARS-CoV- ‘
9 RNA 1 83 64-127 125
(NIBSC code: | | 2r8et2 2 67 46-454 125
20/146) (==
L) 3 132 99-233 125
1-3 102 83-140 125

KEOBENPOBES NI E T AL A(USA-WA1/2020,
catalog number NR-52281, lot number 70033175, 2.8E+05
TCIDso/mL) & BRI~ R w7 AT 3 gt Be P A IR 352
LITED, TREORENDIRD SNV EERILE LT, 7SRO
FRBE 21 HIEL . RIRFCY AV AZ BRI TRV BB
IR~=N) I AT 27)% 10 ERELELE,

Hit rate(B5 AR 8 A7 50 E 2 X 100 %)% 95%LA FE7e DR
N HURR B (R e fifi) 1%, Target1(SARS-CoV-2)T 0.009
TCIDse/mL, Target2(H/L-_=a7 AL 2)T 0.003 TCIDso/mlL TL
72 Probit T GF &I Hit rate 95%& 725 H% /Mg HEEHE
(& Y:f) X, Targetl < 0.007 TCIDso/mL, Target2 T 0.004
TCIDso/mL TL7=,

7 Hit rate(%)
Strain [TCIDso/mL] . ﬁjﬁ
BUEE Targetl Target2
0.084 21 100 100
0.028 21 100 100
0.009 21 100 100
USA-WAL1/2020 0.003 21 38.1 100
(stock concentration
2.8E+05 TCIDs,/mL) 0.001 21 0 524
0.0003 21 0 143
0.0001 21 0 95
0 (77 7) 10 0 0

Strain Probit fiE#rbR HET Hit rate 95%&72 Dk M U E
USA-WA1/2020 Targetl Target2
(stock concentration 0.007 0.004

2.8E+05 TCIDso/mL)

(95% CI: 0.005 - 0.036) | (95% CI: 0.002 - 0.009)

*2.  E/IMEHREE(LoD)— &K
*#WHO International Standard for SARS—-CoV— 2 RNA(NIBSC code:
20/146) % [EVEDMER 7 — VAT 2 51 E e B A IR 52
LlTED, 8 PEE(9.375~1,200 1U/mL)DREING/RD/ SRV E
L E L7z, 7SRV OKREHIAMN 3 vy b AVC 1 ey
SX 32 EMEGE 96 ERE)L E L7z, Hit rate(FEMRH S A
ZhH EEL X 100 %)Y 95% LA &7 D /g B 1% Targetl
(SARS-CoV-2)T 150 IU/mL, Target2(#/L-_Xary AL A)T 75
1U/mL CL7=, Probit fi#Ar/ 5H HEiL7- Hit rate 95%&72% 8k
/N 1 Target] €92 1U/ mL, Target2 72 1U/mL CTL
77
95% 95% CI of Hit rate
Strain Target Kit lot |Probit Probit = 95%
[TU/mL] [IU/mL] [TU/mL]
1 102 76-156 150
w 1 o Tareetl 2 92 71-140 150
. ional (SARS-
nternationa Cov-2) 3 82 64-121 150
Standard for 1-3 92 78-114 150
SARS-CoV-
2 RNA - ' 1 62 48-94 75
(NIBSC code: | | 28et2 2 75 54-128 150
20/146) (I A<= ‘
WAL R) 3 79 58-130 75
1-3 72 60-92 75
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(EALEXFERENEDTE]

1.

Bk E (fERRRALE) DR

(1) BEEROARFY OB NIIE, VTR, EiG
E DR R O IR 35 2708 | NRICELBEfil
NRNIDNTEBE L TIZEN, Fo, MIEK THRITLKTE
PeoTLIZE W,

E Ay NI A TR DIRNTZEN,
REPE-THR N ASTHGA I, BEHIZKTLY)
SN T 7R E OIS BB EATV N LEAHIVULE A
DFYTRELEZITTLIESV,

FRIEAGE S TG M ORI CAT35 LT2 35 B iaid, EhIcE
FOKTHNDIIL TTZS0,

REZ T LS AR THRRL TSR ER-> TS
v,

MR ZEZIE U5 A0, R SRR (A 2 E & IR E 5,000
ppm, 0.5%)72E O FREH AL L) SACRER-
TWEE, 2B, MEMARRITIE, TAROFERLICL

@

(©)

)

(5)

(6)

DFEREL TITZSN,

(1) BRI RO b OIS T CUER R ST 2 L7
TLESW,

(8) HRITEYMEE AT 2HDEL T, B DL EREIC
Bl TR - TITZE W,

9)  MARZ Bl BRICAE A U7 2 B3 R AR RO A #5 & H

WT 121°CC 20 3 [RILA BB 2327, IR SR TE
A 2RI IE 5,000 ppm,  0.5%)I 1 RFRILL HiZ572
PIZIOHHELWRESD, IRLOEETITILW) SATH]
RAEATHTLIZEY,
FARLDFE
(1) TIA~—=ROT o7&, WETDVANADBETOH
THIRAFED B <A BV T2V BAR T FEIk A S D & —
FohELTRVETR, MR AEE T O R KA /1F
AN72E2ED, BOSEDME T UIEREICHNE CTERnWGa
W CERWGEERHVET,
TANAD RNA ORIE - M ORERIT, BRI S5 1E
RSB OHEAT /2L D BFIN 1 DR A Z T DG HHY
E3s

()



TERDPE FEDSHLOHIE FIECE LT 25 61F, &

TR ORE FIEOFBAVERE 2RO 2 TR LIS
1/\
IR OWEEEITFEAOLOEM AL, 05 -
7RENHUE D HYIZIE A LW C7EE,
T LT IEICE > TIRAFL . BESE DR RE
DEAELIANTIRAT LTz b O IR A8 X 7= D13 AE H
L2 TLTEEN,
Ty b F A B A 3Tk - TR B AR A bR T L
TRNTLTEE N,
2/3A OMNI RRIRFAIRIR ST/ 32 OMINT T > AGREE T
FIRITRL TOSHEERE Iy L TLIEEN,
fili FABRAG# ORI A DOIE Y S ELTEE N,
T (X ek o> 45 <ot A/bmﬁﬂ%ﬂ:&f)/xﬁi’ﬁ?%ﬁ&%(ﬁ
P FRIRSE 5,000 ppm, 0.5%)ICLD8E, FEBRE O
TR EEEL TToTLIES Y,
*(10) AR M B BT EY IR R D= 23
R =T ar BT CLIEE N, AR H RO RNase X T
DNase 2V @& THMMAIZIRALE T L, RNA X° DNA 2353
ARSI ERE RACRRO AU D ATHEEA DD £,
a7 7 —ERiKR (PASE]), W#i= ha—/L[RNA-IC], ¥
HEE (BB R U~ A —3Iv 7 A 1 [MMX-R1] KON~ A
H—3y 7 A 2[SARS-CoV-2 QL MMX-R2J{Z2W\ T, — &
LRI, 2~8CT 90 H XUIMEABIROIL,
WHAETLETY, 234 6800 AT L [T71/34 8800
VAT MW TEIND ORI IT N E A FHEIEK 20 [BlE
T, e ETTIERAEE 20 BEE R T T RE T,
5800 VAT AMZBWTIXINHOFIKIXNE A FHEl%k 40
[FIET, B ETIEAFH36 HETHEMFEETT,
7u7 7 —ERKIZIET VX =S EEZTBEhobd
DV F TV BNEFNTOETOT, BEWIZIFEL W) 5
MTEBELTRESW,
BELDIE
(1) PIEICEIVAECTZEERICOWTIE, Bkl LRI
SUTTHBOLEEI T TLIES, T, INDLEFEETD
LA, FEEFRICE>TED DN HEICHE->TL

3)

) )& dh

5

(6)
M

@®
©)

A1)

N A

12)

72EW,

(2) MEHBORBEFEIET 55 IE. BRI &
2> CEFRBETEY) XL PEREBETE 70 & XL TRLERL T
(Qat={AN

(3) BEFETHERIL BEGEESEORRICE EL L <
720,

#(4) /8 OMNI TA T AR K OZEE DD T FERIZ ST =
DT ATT VR G R ET, ST =V T AT U
FR A SRR L RS L TR B AR I AT HILNHY E
TOT, IR RERA LS/ TS0,

Wi ba—L | vAF—Iy IR TAF—IyJRA2 =2
/NA 6800/8800 AT L Ny 7yt hm— L%k
23 A OMNI MGP 3838 & O%=3 2 OMINT R AR 7 BRI 1
0.1%A0E, SARS-CoV-2 zihm—/L% v NMIiE 0.05% A
OT AT RIT AR EEFNTHET, T LT RIT A
E . SELSUSL TIBREOSDEB T VR E A KT 52
LINDDHTD, BEIEDRRIC
R A3 /3A OMNI P 7L —hk 24 X|F=/3A OMNI P
TV NI T =D F AT Ui G Y, /7=
T AT R ISR R SR S BOR U R B AR5
ETHERHVET OT, WHERBA LS/ T
{FEEW,

ZOMDFE

ARG E D EM LA RS @ B Z R L ET 28, R/
W7 =% LD A SV ET O T, LEIZISC CHEMIZD
WS ZEEBEID L ET,

(5)

*(6)

(BrEi77i& - AR

1. BFEAE
2~8C
2. AR
*x24 H H
fi FH BB (Exp AN IZRL L TV ET,

[ ZEBfr])

J/\R SARS-CoV-2 1E1E - & FAGRE Y 480 480 TRk
sk 1. Torr—vRiK [PASE] 38 mL
*k 2. PRz hr—/L [RNA-IC) 38 mL
k3. IAHRIK (EB) 38 mL
xk 4., VAHX—IvIA] [MMX-R1] 14.5 mL
%k 5. VAHX—IyIA2 [SARS-CoV-2 QL MMX-R2] 17.5 mL
#%J/NA SARS-CoV-2 HE1E - HARE YL 192 192 TR+

1. 7Tur7r—vRik [PASE] 22.3 mL

2. Wiz ha— [RNA-IC] 21.2 mL

3. EHEK (EB) 21.2 mL

4. ~TAHZ—IvIA] [MMX~-R1] 7.5 mL

5. AL —IV IR 2 [SARS-CoV-2 QL MMX-R2] 9.7 mL

(AR IR DR IC X ELTE, DR - Sy b o) 1%

SR TLIZEY)

[EZxk]

13Z B K THRNRL TIZEN,
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1) Higuchi, R. et al.
specific DNA sequences.
p.413~417.

2) Heid, C.A. et al. Real time quantitative PCR. Genome

1996, 6, p.986~994.

3) Longo, M.C. et al.
carry—over contamination in polymerase chain reactions.
1990, 93, p.125~128.

[(Bu&ahtik]

B m « BAT Y IAT 4o ARkt

HNAG~ =V a—a i Z—

T 108-0075 HUAGHBHEK MR 1-2-70

TY—F A/ 0120-600-152

[RERTEEORAXEEMRUEME]

O¥a s ATV IAT 47 AR S

T 108-0075 HUAGHBHEX MR 1-2-70

TV—HA¥ L 0120-600-152

Simultaneous amplification and detection of
Biotechnology (N Y). 1992, 10,

Research.
Use of uracil DNA glycosylase to control

Gene.

CRFFICBE T D 551

ARG AT ATEE E L2 B R IT, 2RSS A e o Ak 2k B 1
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