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Acremonium chrysogenum ATCC11550 #&

pBSFAHYS83

Corynebacterium ammoniagenes

pCG116 (pCG11 Hi3R)
pRI109

Corynebacterium glutamicum

pRI109

Cryptococcus sp. OC106 £k

pTCsAdel

Escherichia coli B¥E MK OV O i ekk

pCZ (pBR322 Hi3k)
pET-3a (pBR322 Hi3K)
pET-21a(+)
pET-22b(+)
pET-28a(+)
pGEX-5X-1
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pWF6A

Escherichia coli K12 £k K& OV O H SRk

pACYC184

pAT153 (pBR322 Hi3K)
pBEU17 H13k
pBluescript KS (=)
pBluescript KS (+)
pBluescript KSN (+)
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pKK223-3
pKK233-2
pKK233-JC
pL.SA1-Banlll/BamHI
pMAL-c2X

pMW218

pONY-1

pQE11

pSC101

pSTTktrp

pTK31 (pTrS31 HiE)
pTK32 (pTrS31 Hik)
pTL33 (pBR322 f3k)
pIr

pTrc99A

pTrp771

pTrp781

pTrS31 (pBR322 Hik)
pTrS32 (pTrS31 Hike)
pTrS321 (pBR322 Hik)
pTV118N

pUCS

pUCH9

pUCI12

pUCI13

pUCI8

pUCI18N
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pUCI118
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pW6A




pWA51 (pBR322 Hizk)
pWA53 (pBR322 Hi3k)
A Tr—

AL 77— slpls
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Penicillium camembertii U-150 pUC19
Pichia pastoris pBR322
pUCI19
Pseudomonas putida pTM33
Saccharomyces cerevisiae pAPCPB- 1
pBR322
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Synechocystis sp. PCC6803
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Escherichia coli
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Bacillus subtilis
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Rhodobacter sphaeroides
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Bacillus subtilis

Geobacillus stearothermophilus

(Bacillus stearothermophilus)
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Escherichia coli
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Candida utilis
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Escherichia coli
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Pseudomonas testosteroni
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Escherichia coli
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Cryptococcus sp. S-2 & TV

Armoracia rusticana
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Streptococcus faecium
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Flavobacterium

meningosepticum

Thermus flavus
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Enterococcus faecium
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Lactococcus lactis subsp.
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Escherichia coli
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Acinetobacter baumannii

Bacillus megaterium

TNna—zx-6-V BT e Kabrth—+t

Bacillus sp.

Leuconostoc
pseudomesenteroides

a-Ta it —p¢

Geobacillus stearothermophilus

(Bacillus stearothermophilus)

TNEI T HE—E

Bacillus sp.
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Pseudomonas vesicularis

Pyrococcus furiosus DSM3638

7 vTF—E Bacillus sp.
Flavobacterium sp. U-188
JLT7TF=F—F Pseudomonas putida
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Alcaligenes faecalis
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Bacillus lentus
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Escherichia coli (transposon Tn
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Saccharomyces cerevisiae
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Brevibacterium sterolicum

Cellulomonas sp.

Streptomyces albulus

Streptomyces aspergilloides
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Nocardia asteroides
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Prav ot —F Arthrobacter sp.
Bacillus sp.
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Bacillus megaterium
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Escherichia coli

SFaY LT H—E RO Y ¥k F—t

DA EAE

Saccharomyces cerevisiae

Ay a—ARARY F—F

Leuconostoc mesenteroides
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Corynebacterium

Pseudomonas aeruginosa
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Corynebacterium

SERAX /37K

Plasmodium sp.

BT BTl 2 v 7 7 2 —E

Pseudomonas testosteroni
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FF A VT kUi~ — 51— ,23S rRNA
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Saccharomyces cerevisiae

Streptomyces azureus

DNARY AT —+

Thermococcus kodakaraensis

T I A7V Uit~ —T—

pSC101

NADY 7 & —F

Geobacillus stearothermophilus

(Bacillus stearothermophilus)

et 5 —

Aerococcus viridans
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Burkholderia thailandensis
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Saccharomyces cerevisiae
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Alcaligenes faecalis IFO13111

B-t Re¥T A7uA R7Fk Frsi—=E

Pseudomonas testosteroni

Ba-t FRF L 27nAf N7 Fusi—2

Pseudomonas sp.
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v

Bacillus sp. B0865

[ R A e e

Aerococcus viridans

7= VT T7=vTk eyl —8

Thermoactinomyces intermedius

Tzl R¥v

Corynebacterium ammoniagenes

Pyrococcus furiosus

-7 a—AZAFt RakF—+¥

Pseudomonas sp. No. 1143

TV RX T VAFY RIRAKRY TF—F

Bacillus sp.

Cellulomonas sp.

TN RNUNT R BV E—E (7
VT R A FUE—E)

Fusarium neocosmosporiellum

Fusarium oxysporum
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Escherichia coli
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Escherichia coli X2 O*t b
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Dactylosporangium sp. RH1

~F Y FFf B

Bacillus sp.

Pyrococcus furiosus DSM3638

Rhodothermus obamensis

Saccharomyces pastorianus

IAA ) h—ATE Resh—t

Bacillus sp.

Xanthomonadaceae B-0671

®/ 70V RY—E

Bacillus sp.

UR7I7E X% F—F

Corynebacterium ammoniagenes




Vo digs e Faltb—+8 Geobacillus stearothermophilus

(Bacillus stearothermophilus)

Thermus flavus
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N7 2 T—F Luciola cruciate

nA{Tr7 e Relsi—=8 Geobacillus stearothermophilus

(Bacillus stearothermophilus)

1A @R~ —— (LEU2) Saccharomyces cerevisiae

16S rRNA Legionella pneumophila

Mycobacterium avium

Mycobacterium bovis BCG

Mycobacterium intracellulare
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